Comprehensive Characterization and Transcriptomic Profiling of the GH3 Gene Family

in Brassica rapa and Their Involvement in Auxin-Mediated Growth and Stress Responses

Supplementary Figures
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Fig S1: Subcellular localization of B.rapaGH3
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Fig S2: GSDS online software predicted the gene structure of B.rapaGH3, indicating the intron
and exon.



Chromosomal distribution of 49 B.rapaGH3
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Fig S3: B.rapaGH3 chromosomal distribution

Number of cis-elements from each category
1200

1070
1000
800 671
600
388
400
200
11
0
phytohormones plant growth and abiotic stress- Total
responsive development responsive

responsive

cis-element categories

Fig S4: The bar graph shows the total identified elements and the number of each element in a
specific color.



